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M-NK--R-----KTALFLAVVALVLAACN----T------V-Q---------------EL Majority

10 20 30 40 50 60

L-----------KKLIFLIVIALVLSACN----------------------SNSSHAKEL 1 b-lactamase protein.seq.PRO
M-----------KKLIFLIVMALVLSACN----------------------SNSSHAKEL 1 b-lactamase mutant.pro
MFKKRGR-----QTVLIAAVLAFFTASSPLLARTQGEPTQVQQ---------------KL 1 b-lactamase precursor.pro
MSNKVNF-----KTASFLFSVCLALSA---FNAHANKSDAAAK---------------QI 1 carbapenem.pro
MRAGAVRPSAVSRRALLTAAALLPLAGCGTRERTGSPPASVRAAGRGSPGAEGRARVADL 1 classA b-lactamase.pro
MIKSSWR-----KIAMLAAAVPLLLASGALWASTDA----IHQ---------------KL 1 oxy 2-precursor.pro
NTNNT-----------------------------------IEE---------------QL 1 penicillinase.pro

ADLEKKSGGRLGVAAIDTGSGSEVLYRGDERFAMCSTSKAMAAAAVLEQVEYNK--LNKK Majority

70 80 90 100 110 120

NDLEKKYNAHIGVYALDTKSGKEVKFNSDKRFAYASTSKAINSAILLEQVPYNK--LNKK 28 b-lactamase protein.seq.PRO
NDLEKKYNAHIGVYALDTKSGKEVKFNSDKRFAYASTSKAINSAILLEQVPYNK--LNKK 28 b-lactamase mutant.pro
AALEKQSGGRLGVALINTADRSQILYRGDERFAMCSTSKTMVAAAVLKQSETQHDILQQK 41 b-lactamase precursor.pro
KKLEEDFDGRIGVFAIDTGSGNTFGYRSDERFPLCSSFKGFLAAAVLERVQQKKLDINQK 38 carbapenem.pro
AALEREHGARLGVYALETGTGAEVAHRADERFAFCSTFKALAAAAVLHHHPIRH--LERR 61 classA b-lactamase.pro
TDLEKRSGGRLGVALINTADNSQILYRGDERFAMCSTSKVMAAAAVLKQSESNKEVVNKR 37 oxy 2-precursor.pro
STLEKYSQGRLGVALINTEDNSQITYRGEERFAMASTSKVMAVAAILKESEKQAGLLDKN 11 penicillinase.pro

VHINKADLVAYSPITEKYVGKGMTLAALSAATLQYSDNTAMNKII--ELGGPSKVTAFAR Majority

130 140 150 160 170 180

VHINKDDIVAYSPILEKYVGKDITLKALIEASMTYSDNTANNKII-KEIGGIKKVKQRLK 86 b-lactamase protein.seq.PRO
VHINKDDIVAYSPILEKYVGKAITLKALIEASMTYSDNTANNKII-KEIGGIKKVKQRLK 86 b-lactamase mutant.pro
MVIKKADLTNWNPVTEKYVDKEMTLAELSAATLQYSDNTAMNKLLE-HLGGTSNVTAFAR 101 b-lactamase precursor.pro
VKYESRDLEYHSPITTKYKGSGMTLGDMASAALQYSDNGATNIIMERFLGGPEGMTKFMR 98 carbapenem.pro
VTWTRADVDSISPVTEDHIATGLTVGQLCDAAIRHSDGTAGNLLM-RDLGGPSRLTAYLR 119 classA b-lactamase.pro
LEINAADLVVWSPITEKHLQSGMTLAELSAATLQYSDNTAMNLIIG-YLGGPEKVTAFAR 97 oxy 2-precursor.pro
IIITKSDLVAYSPITEKHLATGMSLAQLSAATLQYSDNTAMNKILD-YLGGPSKVTQFAR 71 penicillinase.pro

SIGDKVFRLDRYEPELNTAIPGDKRDTSTPAAMAKSLNKLTLGDALGKKQRAQLVDWLKG Majority

190 200 210 220 230 240

ELGDKVTNPVRYEIELNYYSPKSKKDTSTPAAFGKTLNKLIANGKLSKENKKFLLDLMLN 145 b-lactamase protein.seq.PRO
ELGDKVTNPVRYEIELNYYSPKSKKDTSTPAAFGKTLNKLIANGKLSKKNKNFLLDLIFN 145 b-lactamase mutant.pro
SIGDTTFRLDRKEPELNTAIPGDERDTTCPLAMAKSLHKLTLGDALAGAQRAQLVEWLKG 160 b-lactamase precursor.pro
SIGDNEFRLDRWELELNTAIPGDKRDTSTPKAVANSLNKLALGNVLNAKVKAIYQNWLKG 158 carbapenem.pro
GLGDSVSRMDQYEPELNHDPPHDPRDTTTPRAIASDYRKLVLGDALTPDRRALLTDWLVR 178 classA b-lactamase.pro
SIGDATFRLDRTEPTLNTAIPGDERDTSTPLAMAESLRKLTLGDALGEQQRAQLVTWLKG 156 oxy 2-precursor.pro
SINDVTYRLDRKEPELNTAIHGDPRDTTSPIAMAKSLQALTLGDALGQSQRQQLVTWLKG 130 penicillinase.pro

NTTGDTSIRAGVPKDWVVGDKTGA-GDYGTTNDIAVIWPKGQA-PLVLVIYTTQPNQDAK Majority

250 260 270 280 290 300

NKSGDTLIKDGVPKDYKVADKSGQAITYASRNDVAFVYPKGQSEPIVLVIFTNKDNKSDK 205 b-lactamase protein.seq.PRO
NKNGDTLIKDGVPKDYKVADKSGQAITYASRNDVAFVYPKGQSEPIVLVIFTNKDNKSDK 205 b-lactamase mutant.pro
NTTGGQSIRAGLPEGWVVGDKTGA-GDYGTTNDIAVIWPEDRA-PLILVTYFTQPQQDAK 220 b-lactamase precursor.pro
NTTGDARIRASVPADWVVGDKTGSCGAIGTANDYAVIWPKNRA-PLIVSIYTTRKSKDDK 218 carbapenem.pro
NTTGGRRIRAGVPSGWRVADKTGT-GNYGRANDIAVLWPPRSS-PLVVAVMSDRPGFRTP 238 classA b-lactamase.pro
NTTGGQSIRAGLPESWVVGDKTGA-GDYGTTNDIAVIWPEDHA-PLVLVTYFTQPQQDAK 216 oxy 2-precursor.pro
NTTGDHSIKAGLPKHWIVGDKTGS-GDYGTTNDIAVIWPKNHA-PLILVVYFTQQEQDAK 190 penicillinase.pro
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PRDKLIAEAAKIVTKGL-------------------- Majority

310 320 330

PNDKLISETAKSVMKEF.                                           265 b-lactamase protein.seq.PRO
PNDKLISETAKSVMKE-F                                           265 b-lactamase mutant.pro
GRKDILAAAAKIVTEGL                                            278 b-lactamase precursor.pro
HSDKTIAEASRIAIQAID                                           277 carbapenem.pro
PSERLIAEDRGAIVAGLVRHPPTHASGAGAPSRHPGP                        296 classA b-lactamase.pro
NRKEVLAAAAKIVTEGL                                            274 oxy 2-precursor.pro
YRKDIIVKATEIVTKEFSNTSQKK                                     248 penicillinase.pro

Decoration 'Differences': Shade (with bright yellow at 10% fill) residues that match the
 Consensus exactly.


